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EST-SSR marker development of Zijuan tea tree transcriptome based
the fluorescent labeling

CHEN Chun-lin, TIAN Yi-ping, CHEN Lin-bo, DENG Shao-chun, XU Pi-zhong, LI Chao-yun
( Tea Research Institute, Yunnan Academy of Agricultural Sciences, Yunnan Key Laboratory of Tea Science, Menghai 666201, China)

Abstract: To develop the transcriptome EST-SSR markers of Zijuan tea tree, the polymorphism of 242 757 unigenes
got by high-throughput sequencing based on the earlier-stage study of the bud, the second leaf, the leaves without bud and
mature leaves of Zijuan tea tree was analyzed and evaluated, and then fluorescent tags PCR technology was used for scale
development of tea tree EST-SSR markers. The results showed that 46 041 unigenes containing 57 976 simple sequence re-
peats(SSR) loci were obtained by searching from Zijuan tea plant transcriptomes with the frequency of 23. 88%. The main
repeat types of EST-SSR were mononucleotide, dinucleotide and trinucleotide accounted for 98. 54% of total SSR. 138 pairs
of fluorescent marker primers were designed and synthesized, then four different tea varieties were screened by using fluo-
rescent marker PCR technology, 44 pairs of primers got high quality of EST-SSR markers loci. These EST-SSRs can be used
for tea tree genetic analysis and molecular breeding.
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FT2 HKIBFH 44 3T EST-SSR 3|15 2

Table 2 The information of 44 pairs of Zijuan tea tree EST-SSR primers

51 ¥4 SIS (5'-3") HE BT B R BOR/N (bp) S R R AL P B (bp)

7J02 TGATGCCATTTCGCACCAAA (AACCTT)9 243 6 221~259
TGATGCCATTTCGCACCAAA

7J05 ATCCCAACCCGTCCATGTTC (TTGGGA) 6 234 3 267~279
CTTGGTCCGACCTCGATTCC

7J10 GCTGGTGCTGAGTCTGTTCT (AATGGT)6 254 4 256~283
GTCACCTCCAATGTCCCACA

7J108 CTTCCACTGCGTTCAGAGGT (GAG)7 237 3 213~225
CCACAGCAGCATCATCTCCT

ZJ11 TTCTTCGTCGCTGCTCACTT (TGCTCT)5 176 4 250~268
GACTATCCCGCCAAAACCCA

ZJ114 GGTGAGACCTCCAATCCCCT (CTA)7 223 3 240~246
AGACTGAGGCCTCAACAGGA

ZJ115 CGTCACCCACCTTCCTCTTC (CGT)7 271 3 288~292
AAGGACGAGGCGTTGTAAGG

ZJ118 ACACACTGTTGAAGGCCCAA (CCT)7 104 3 117~123
AAGGCTTCAACAGTTCCCCC

ZJ121 AGCCACCCACTGAAAAGCTT (CAT)7 263 3 278~290
TGTCTAGGGAGGGTTGTGGT

7J122 TTCTCAGTGTGTGAAGGGGC (CAT)7 243 4 208~273
ACCACCTGATGACAATCGATT

ZJ131 GGGGTCACAAGCTCTCTCAG (ACC)7 165 4 171~181
TCCACTGTCACCATCTTCGC

7J133 GCCGCTTGATACTCCGATGA (AAC)7 146 2 158~161
GCTCCATAGATCCACCACCG

7J135 GCACCACACAAATCACCACC (GA)T7(GAT)S5 * 161 5 173~184
AAACCACAGGCTCCTCTTCG

ZJ15 AGGTGATGCACTTGAGCTCC (GCTGTG)S 181 3 187~199
CCCTGAAATCGTATCCGGGG

7)22 TGAGGCAGTGCTTCACGAAT (AACTCG)S 245 3 247~260
TGCTCAAGTGCCGCTGATTA

7)23 CCTCCACACACACTCTCTCG (AGAGT)6 224 10 216~251
GTGGCTCTGGCTCATCATCA

7)26 GACGGTGGAGCGATCTTAGG (GTGCT)S5 204 2 374~379
TCGGTGATTGACAAATTTTCCT-
GT

7J30 TCCGGAACAGCAAGAAACCC (GACCA)S 246 3 254~259
CTGCTCGGACTCGATATGGG

7)34 GGGGAGAAACTGAGTGGGTG (AGCAT)S 139 2 147~152
CAAAAGAACGCAGCAGCCTT

7J35 CGCTTCTCACACCCTCTCTC (AAACG)S 205 3 214~224
GTCATCTTCTTCGGGGCTCC

7J37 GTACACACCTCACTCTGCCC (ATCA)7 270 3 284~289
CAGAGTTGCTCGGAAGGAGG

7J41 TTCGACTTGGAAGAGGTGGC (TGCT)6 110 4 110~127

AAATCAAGCACCAGCCGAGA
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%% 2 Continued 2

GIL7E e SIWIFEF (5'-3") HEHIT B BRI (bp) S5 HE R P BRI (bp)

7J42 AAATGGATCCCTGACCCACA (TGAC)6 257 2 274~278
TGGGAAATCTCAGGTGTGCA

7J45 GCGATTCTTCCCACCCATCA (TGTT)5 273 4 284~296
CCATGATCCCAAAAGCAGCC

7J50 TAGTGCAGGCTTTGAGCGAA (TCAC)S 244 3 257~269
ACCCACCATTTTTCTTGGAAGA

7)53 GGTCTTAAGATCAGGGGCGG (TAGA)S 243 2 255~259
CACAAGGCAGAAGGAGCTGA

7)54 GCCTTATTTGTTGGTGCCCC (TACC)S 211 3 222~230
ACACAAGAATTGCCTGCAGC

755 AGGCAGGGTAGTGGTAGTGA (GGTT)5 255 3 270~273
GCGGTTGGTAGGTAGATCGG

7)57 TCCTCCTTTCAACACGCACA (GCTC)S 157 2 167~171
CGTTGTTCGGATCGAGTTTCG

7J59 TTGGGGAGACATCGAAGCTG (GATT)5 154 2 166~ 170
TGTACCCCAAGCCTCCCTAA

7J65 CGATCCCTGGACATGGGATG (CTTC)5 232 4 145~157
GGATGTGTGATCATCATGAGCC

7J66 TTGGCGCTTGCTTTTTGTGT (CTGC)S5 184 4 234~248
CACATACCTGAAGCTGGCCA

7J67 AGGACGAATGCAGGTTCAGG (CTAT)S 184 5 196~216
CACCCCCACTCTCAAATCCC

7J69 AGGCCCCTTCTCTCTTGTCT (CAGA)S 132 4 265~354
TGTTCTGCTGCATCGAACCT

7J70 CTTGCCCTGACTTGACGGAT (CACG)S5 230 2 111~115
AGGTCAAAATGGCGATGGCT

7)1 AGCTGTTTGGTGGGTTGGAA (CAAT)S 178 2 190~ 194
TGCATTCATGTCTCCAAACAT-
TCA

Z)72 ACACATGCATCAAAACTCGCA (CAAC)S 111 4 120~136
ACTGTAATATTTGGGGTA-
CACGT

Z)78 AGCAGTCCCGAGCATCATTT (AGAC)S5 183 2 193~201
AACATTGCCAAAGGGAAGCG

7J79 GAGGCTGCTGGGTTTGATCT (ACGA)S 273 2 233~237
ACCAAACGGGGATACTGACT

7J380 ACAGATGGGAAGTGCATGTG (ACCA)5 230 3 241~248
GCCACAGTCCTGTATGGCTT

7)82 GGTGTGGCCTAGACCACAAT (AATC)S 273 2 282~291
CAGTTGGTTCCAAGCCCAGA

7J86 TCGATTTCGCACTGTGCTCA (TAC)8 216 4 221~230
CCACGCCGATCACACTTTTC

7J93 GCAACCGGGGTGAAATTTCC (TTG)7 193 2 206~208
CGAGACCGCACGATAATCCA

7J96 GACTGTTGTGGCTGTTGCTG (TGC)7 142 4 143~155

CGACTGCAATGGTGATGCAG
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