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Expression of AMH and its related genes in various-sized follicles of duck
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Abstract: To investigate the expression of AMH and its related genes in various-sized follicles of duck and provide
the basic data for the molecular mechanism of waterfowl follicle development, the expression levels of AMH gene and its re-
lated regulatory genes in ovarian various-sized follicles from Liancheng duck were determined by quantitative PCR in this
study. The results showed that the expression levels of AMH and its related genes AMHR2, BMP6, SF1, GATA4 and WT1I
decreased gradually with the development of follicles, while the expression level of CYPI19A1 gene increased gradually and
the expression levels of SOX9 and FSHR genes remained unchanged. We speculated that the high expression of AMH gene
in prehierarchal follicles of duck was helpful to maintain the undifferentiated state of granulosa cells, which might be a-
chieved by inhibiting FSHR signaling pathway.
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Table 1 Primers information for quantitative PCR
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1.2 2 RNA 12EU5 DNA E— A
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F PrimeScript™ RT Master Mix 77 & [ RR036A , H
BEAEBOR (AL R0 AR A7 i ] LLEL RNA A
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NA JPAN B R e 51, 51 (5 B LR 1,
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ase chain reaction, PCR) , B HEEMEE 3 K,

FEH 2 Fx FF3(5'—3") TR BE (bp) KRB (C)

AMH F. CTCGGATGACAAATGCTTCA 111 60
R: ACTCCATCAGCGGAGAGGTA

S0X9 F. GCTGAATGAGAGCGAGAAGC 119 60
R: CGTTCTTCACCGACTTCCTC

SF1 F. GCTCAGTACCTTTGGCCTCA 122 60
R: GCAGCAGCTTCATCTGGTCT

GATA4 F. TTTCTGCTAACGGGAGGGAGCAAT 102 60
R: AAGTCCAAGTGGTGGCCATTTCAG

wT1 F. TCTGAAGACTCATACCAGGACTCA 136 60
R: CATGTTCCTCTGGTGCATGT

AMHR?2 F. CTGATGGAGCACGAGAACG 90 60
R: GTAGAGCTGCAGGACCAGGA

FSHR F. CCTAGCCATTGCTGTGCATTT 106 60
R: TGCCAGGTTGCTCATCAAGG

CYPI19A1 F. AGAAGCGACAACAGCTTTCC 126 60
R: TCTCCAGCACACACTGGTTC

B-actin F: GAGAAATTGTGCGTGACATCA 152 60
R: CCTGAACCTCTCATTGCCA
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Fig.1 Expression of AMH gene in various-sized follicles of duck

22 AMH ERRBZHHFREXEREFEBAREE
ZENEPHRIEE

A B 5T ) E 5 PCR AR 437 T S0X9
(Sex determining region Y-box 9,SRY #JCHEH 9) |
SF1 GATA4 F1 WT1 iX 4 F e s A 160 O 5AS [A]

FRIM I FRIB T, £ mRNA JKF |, SOX9 %
HIE R SR R LB LR & 2R (B
2A) 3 SFI Fl GATA4 £ PAE K A IR FN/NEE Ry Hp
(22 3k i 2 T AR RN FS (& 2B FIEl 20) ;
WT1 FEPAE R R 6 AN B O g rp 9 26 58 . i



90 o9 &b 2 W

2018 4F & 34 % 1 M

HE TR FS(E 2D) , kgt BRI BEEH
UIMIH R E ,SF1 .GATA4 F1 WT1 K& R i) 2% 3k 3% i

3,

A
% a a
o T
~N
S|
#®
®Ir
i
0
4k
C b b
3k
E]'_
R
~N
®oo2r
f:% a
K
ol
0 LWF SYF F5
Li0)

FEAR
4*}3% T
s [
%
Kook
® a
—1
o1
0
101
D1
8k
i 6r b
=)
w4
o oot a
0
LWF SYF F5
UJRio!

A~D: 43310 SOX9 SFI1 .GATA4 Al WT1 JER A mRNA ik &, F5 2900090 F5;SYF . /NSO LWEF, KB, AF/NE FHRERER

3 (P<0.05)

B2 RARREZRINEFERETF SOX9.SF1.GATA4 F1 WT1 HIRiLE
Fig.2 Expression of SOX9, SF1, GATA4 and WTI in various-sized follicles of duck
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Fig.3 Expression of AMHR2, FSHR, CYP19A1 and BMP6 genes in various-sized follicles of duck
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