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Abstract .

To investigate the structure and function of P208 protein of Mycoplasma ovipneumoniae , based on bioin-

formatics analysis, a fragment of p208 gene was amplified and expressed in Escherichia coil. The immunogenicity of P208

was analyzed by Western-blot. The results showed that p208 gene was homologous to the p216 in Mycoplasma hyopneumoni-

ae, a gene encoding cell surface protein of Mycoplasma dispar and a gene encoding P97/LPPS family protein of Mycoplasma

Sflocculare. The P208 was successfully expressed in E.coil BL21(DE3) with soluble form. The purified recombinant protein

could react with goat serum against M. ovipneumoniae, this suggesting that P208 was one of the immunogens of M. ovipneu-

moniae. The results provide an important basis for further analysis of the function and application of P208.
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Table 1 The homology analysis of p208 nucleotide

HEH 1 2 3 4
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Fig.1 Transmembrane region distribution of P208 protein
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Fig.2 Antigenic epitopes distribution of P208 protein
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Fig.3 PCR amplification of p208 fragment
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Fig.4 Identification of recombinant plasmid by PCR
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Fig.5 Solubility analysis and purification of rP208
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Fig.6 Western-blot analysis of P208 purified recombinant pro-

tein
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