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Polymorphisms of GH gene and relationship between its genotypes and
body weight in Gaoyou duck
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LI Hui-fang, SHU Jing-ting
(Jiangsu Institute of Poultry Science, Yangzhou 225125, China)

Abstract:  Growth hormone (GH) is a peptide hormone, which plays an important role in promoting growth and
modulating the metabolism. The polymorphisms of GH gene were detected, and the correlations between GH gene genotypes
and body weight in early development were analyzed in Gaoyou duck. The results showed that one single nucleotide polymor-
phism (SNP), A—G, was detected in exon 2 of GH gene, which formed AA, AG and GG genotypes. The PIC was 0. 235,
and the mutation site was in Hardy-Weinberg Equilibrium in Gaoyou duck. The body weight of GG genotype was significant-
ly higher than that of AA and AG genotypes in the early development of Gaoyou duck. The results showed that the GG geno-
type was a favorable genotype and could be used as a molecular marker for the early selection and breeding of Gaoyou duck.
The progress of breeding may be accelerated by increasing the selection and breeding of GG genotype.
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Fig.1 The images of three genotypes of SNP loci in GH gene

241441 AAAACCACGA CCCTGCAGCA AAGTGGAGAG GAGTGGTGTT AACTGTCCTT CAGTGAGGGT GGCACCTGCA TATTACTTCC TGGCCTCTTC
TGCCTGTGCT AACCCTAAAG AATGTCTTGT TTGTGTTCAT GCA/GCGATCTT AGCCCTCCAG TGACACCCCA TCCCCTTTTG CTGGATGTGC CCTC-
GAGGCT TGTGCTGCTC CCAATGTTAC AAACAATGCT TTTCTGCCTT AAGAATGATT 241680
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Fig.2 The part sequence in exon 2 of GH gene containing the SNP
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Table 1 Distribution of A241573G SNP of GH in Gaoyou duck

He R R
AA AG GG
FE PR BB AL 148.000 58.000 6.000
FE A 7 A5 0.700 0.270 0.030
FHI B R R 147.810 58.420 5.770
A FEPH B 0.835
G HE R 0.165
X2 0.013
P 0.544
EZ G- 0.235
AR R AL 1.380

%2 GHEEH A241573G SNP L SRR R EEKiEx

Table 2  Correlation between A241573G SNP of GH and body
weight in Gaoyou duck
FEPH A
PR P{H
AA AG GG

0 HIAARE:  4322+44.53a  44.3024.42a  4740+1.40a  0.190
4 FiBARTR 80.52+1.27b  81.93x1.94b  97.47+4.97a  0.028
8 AR 15823£347h  157.24+5.08b  204.00£5.77a  0.028
12 HidfA R 268.68+6.82b  262.48+10.13b 344.00+4.62a  0.065
16 HIBARMRE:  416.07£10.30b  416.24+14.56b 540.67+2.33a  0.044
20 HiMAifE:  590.21+13.63b  588.50+20.38b 775.33+8.57a  0.020
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