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Influence of culture media on the expression levels of Enterococcus faecalis
genes and the adhesion to IPEC-JZ cells

FENG Yan-hong, ZHAO Di, ZHANG Liu-jun, LIU Ling-ling, CHEN Li-ying, WANG Ya-bin
(College of Animal Husbandry and Veterinary, Henan Agricultural University, Zhengzhou 450002, China)

Abstract: The mRNA expression levels of 15 virulence genes of Enterococcus faecalis strain N10 cultured in the
broth with serum and TSB medium and the adhesion to IPEC-]J2 cells were detected by RT-PCR and spectrophotometer. The
bacteria concentration in the broth with serum was lower than that in the TSB culture medium ( P<0.01). In broth medium
with serum, the maximum expression levels of fsrC, sprE, gelE and ant genes were lower than those in TSB culture medi-
um. The amount of bacteria adhesive to IPEC-J2 cells was the greatest at mid-log phase, and the adhesive bacteria in broth
medium with serum was less than those in TSB ( P>0.05) , but more than that in serum-free broth medium ( P<0.01). It
was indicated that broth culture medium with serum was better for gene expression, and the serum conducive to bacterial

adhesion.
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Table 1 Names and sequences of the primers

N 519 JFH(5'—3") A 319 JPal(5'—3")
ebpA F CAACAACACCAGGGCTTTTTG sprk F TCGTTCCTGCCGAAAGTCAT
R ACCGGACCAGTCAACGACTAAG R TTCCGATTGACGCAAAAGGC
ebpB F CGTACAGGCGGCAAGTCTTT gelE F TCAGTGATGCTCGTGATG
R AGGTATTCCCCCGCTTGATTT R CTTTAGCTCCGATTCCAG
ebpC F GCGGCACACTAAAATTCGTTTA esp F ATTGGCCCAGTATGTTGA
R GTCGTCGGTATGACCGTTATCA R CACCGTTAGGAGCAGTTT
ebpR F AAAACGTCAACGACCACC ace F TCACTTGCCGAGTTTGAG
R CAACGATAACGCGAAGAG R CGTTGCGTCTTGATTGTT
mjB F CCAAGGTGAATACCGCCAGT psr F TCACTTGGGAAATTAGTCG
R ATATCGCCGACACCAATCCC R TGCCTGCATAAGAGGATT
SsrA F ATAGCGCCTTGACCTGAGTA srtA F TCGTACGCCGTTAGCAAGTT
R CATCGTGTGTCAATGGTTGGT R TTCATCACCGCTTCTGTGCT
JfsrB F TTCCTTGTGGCGCATACCAA atn F GGTTACACCCGATGATGAAG
R GTGGCTGGCATGCAAAAACTA R ACGAGCTAACTCGGCAATAA
fsrC F AATACCGCAAAGCAAGCA 23S rRNA F GTGATGGCGTGCCTTTTGTA
R TAGCCAACAAACGAATCACA R CGCCCTATTCAGACTCGCTTT

1. 23Sr RNA NN B3R

2 AR5
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Fig.1 The growth curve of Enterococcus faecalis N10
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2.2.2 BEAEALE mRNA 69 %35 PifhEE gt
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Table 2 The relative expression levels of virulence genes in different media

F A mRNA FXT ik &

FEB L3 PR s % dik TSB 1573k
X (ML) XHEUR I (LL) FEWI(S) X Eerb ) (ML) X EUR I (LL) T (s)

ebpA 1.00 0 10.44 = 0.33 4.26 +0.05 1.25+0.11 0.87 0.10 0.57 +0.01
ebpB 15.01 +2.58 79.00 = 9.55 26.85 + 0.65 14.97 + 0.52 31.35+0.86 6.27+0.24
ebpC 1.26 + 0.03 14.13 + 0.69 9.32+0.42 2.65+0.06 1.99 +0.15 0.90 + 0.09
ebpR 6.93+6.11 12.20 = 1.98 0.79 + 0.05 1.08 + 0.02 0.34 + 0.04 0.56 + 0.01
mjB 1.24 £ 0.09 14.62 = 1.26 10.66 = 0.44 7.16 +0.30 9.25+0.11 0.96 +0.13
SsrA 1.23+0.11 10.47 + 1.63 0.78 £ 0.12 0.88 + 0.06 0.53 +0.07 0.38 + 0.02
fsrB 0.41 £ 0.03 4.11 £ 0.06 7.47+0.85 5.29 +0.04 6.02+0.13 0.76 + 0.06
firC 2.96 + 1.55 16.92 = 0.07 10.46 = 0.18 21.51£0.23 14.52 % 0.10 1.39 £ 0.02
sprE 1.48 +0.15 12.66 + 0.79 16.91 + 3.42 22.95+0.73 26.53 + 3.04 3.96 £ 0.07
gelE 1.02 + 0.05 1.19 £ 0.43 1.01 +0.01 2.49 +0.02 2.29+0.23 0.36 + 0.04
esp 0.04 + 0.04 0.22 +0.01 0.01+0 0.05 + 0.01 0.07 +0.01 0.01+0
ace 4.03+0 10.01 + 0.34 0.91 = 0.07 4.81+0.18 2.27+0.06 1.11+0.03
psr 1.15+0 8.04+1.14 2.36+0.18 0.99 + 0.03 0.85 + 0.04 0.54 +0.17
srtA 1.29 + 0.04 13.15 % 1.19 5.24 +0.06 1.77 £ 0.06 2.52+0.03 0.64 +0.03
ain 1.52+0.09 12.10 + 0.38 1.94 = 0.04 3.26 = 0.03 17.13 £ 1.77 1.58 +0.07
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Fig.2 The expression levels of pilus-associated genes mRNA
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Fig.3 The expression level of biofilm-related genes mRNA
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Fig.4 The adhesion of E. faecalis N10 to IPEC-J2 cells in differ-
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