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Role of SIRTI gene in expression of reproductive hormone receptor genes
in porcine ovarian granulosa cells
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Abstract: To explore the role of SIRTI gene in secretion of reproductive hormones in porcine ovarian granulosa
cells, quantitative real-time PCR was employed to detect the mRNA expressions of SIRT1 gene and reproductive hormone re-
ceplors genes in granulosa cells treated with resveratrol and nicotinamide. The correlation between expression levels of
SIRTI and reproductive hormone receptors genes was also analysised by SPSS software. Results showed that expression of
SIRTI gene was regulated by resveratrol and nicotinamide in granulosa cells in a dose-dependent manner. With the upregu-
lation of SIRTI mRNA expression, mRNA expressions of ER,, FSHR, LHR were increased. Correlations between SIRT]
and ER, expressions, between SIRTI and FSHR expressions and between SIRTI and LHR expressions were positively line-
ar, with the correlation coefficients of 0.820 6, 0.519 7 and 0.140 7, respectively. These results suggest that SIRTI may
take part in the regulation of reproductive hormone receptors expressions, thereby affecting the secretion of reproductive hor-
mones in porcine ovarian granulosa cells.
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Table 1 Primer sequences used in quantitative real-time PCR

/N SYBR Premix Ex Tag TM W4 H TaKaRa 23 7] ;M-
MLV Reverse Transcriptase W} H FERMENTAS /A 7] ;
HoAtni50) A AT ECH]
1.3 ¥ 0P SRR AR IS SR

RSB B O 2 TR K RS T — R R T
SRR AIBCAE B B Y6 A BRI, 950 g B0 4 min, Wi Bk
AL, PAGE i PBS B PE, I IHUEANM, W IRGE
20 LS TR A R AR A % 1 ml 10°,
FERPT 25 ml B3R rh B IR 3 ml ARG
B ABARRIARIC, BT 37 °C 5% CO, B F-Ad iR, 12
h JE AN BEIRI 24 h 53, 4% B SRR 41
Ji0 2 B iR 2 80% K, 4332 10 wmol/L 25 wmol/L.50
pwmol/L .75 wmol/L 100 wmol/ LAY FHZE S A1 e ve ik
JCALBE 24 h R FHFEEE f PCR A I 4% 51 S 50
KA ARG AR PR 2 AR L mRNA Rk, D
TCHE B e sl Ab B R 28 R
1.4 RHEE PCR il

K4 GenBank W23 A (4958 SIRTT | H-iih -3
PRI S (GAPDH ) (MW Z 1 (ER,) Al B L
RZIK(FSHR) | B AR Z K (CHR) 3 7 51 i it
YR, 51 B TREEOR A F A .
Trizol &£ B DR 55 W0k7 20 o RNA, VIS IPiN
BETHR I RNA SR AU B, oEAT B st 9t i
PCR Y48, HAEYREN ERIENFOLEE PCR ¥
R N ARF 25.0 pl, fL 45 SYBR premixes Tag
T™M 12.5 wl, F R IER S (10 pmol/L) 4% 0.5
pl,cDNA B4R 1.0 ul, 287K 10.5 wl, & TR
XFHR SR OB AR AR - 94 C B 10
$;94 °C 105,58 °C 20 5,72 °C 15 5,35 MEIH,
b PRE S 3K,

FEH GenBank % 3¢5 5| Y751 PCR 7% (bp)
SIRT1 EU200984.1 1EIA] ; ATTCTTGTGAAAGTGATGAGGAT 130
JZ 1] ; ATTGTTCGAGGATCTGTGCC
GAPDH NC_010447.3 1E M : TGAAGGTCGGAGTGAACGGAT 148
S 1] : TGGGTGGAATCATACTGGAAC
ER, EF195768 1EM : CGATAGAGAAGAACCGGCGTAAAA 202
JZ 5] : AGCAGCTCCTTCACTCGGGTTGT
FSHR NM_214386.3 1EIA] ; GATTTGGGGACCTGGAGAAA 86
JZ 1] ; TTTGGGCAGATTGGAGAACA
LHR NM_214449.1 1E M : TGTGAAAGCACAGCAAGGAG 117

S 1] : TTGGAGTGTCTTGGGTGAGC
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Fig.1 The expression levels of SIRTI mRNA in porcine ovarian

granulosa cells treated with resveratrol
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Fig.2 The expression levels of SIRTI mRNA in porcine ovarian

granulosa cells treated with niacinamide
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Fig.3 The expression levels of ER,, FSHR, LHR mRNA in

porcine ovarian granulosa cells treated with resveratrol
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Fig.4 The expression levels of ER,, FSHR, LHR mRNA in

porcine ovarian granulosa cells treated with niacinamide
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LHR expression levels
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