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Coexpression and antigenicity of epitopes on duck Tembusu virus envelope
protein E
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Abstract: Based on the analysis of the amino acid sequences of envelope protein E of duck Tembusu virus (DT-
MUV) strain (JS804) by bioinformatics software, eight peptides with good antigenicity were linked cloned into T vector,
then the gene (named TEM) was accurately cloned into plasmid pET32a. The correct recombinant plasmid pET32a-TEM
was transferred into competent Escherichia coli B1.21 cells and the recombinant protein was induced and expressed with iso-
propyl thiogalactoside (IPTG). SDS-PAGE showed that the fusion protein was 38 000 in size and existed in the form of in-
soluble inclusion body. Western blotting analysis and mouse immunological results revealed the good specificity of the fusion

protein. The successful expression of mass-peptide will lay the foundations for the development of serological diagnosis and

effective bioengineering vaccines for duck Tembusu virus
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Fig.1 Identification of recombinant plasmid by enzyme digestion
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Fig.2 Characteristics of recombinant protein
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Fig.3 Identification of the prokaryoticly expressed protein by
Western blotting
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